GAUSSI: Generating, Analyzing, & Understanding Sensory and
Sequencing Information

A Trans-Disciplinary Graduate Training Program
In Computational Biology
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Facilitate exploration of non-academic career paths
Car‘eer Development CurriCUIUm Provide opportunities to recognize and practice the skills
required for success in academia and industry
Personal career counseling with Dr. Rich Feller All modules are 1-2 credits and are discipline-specific Introduce the public and K-12 students to concepts in
. _ e _ _ _ big data science through outreach activities
* Rich Feller, PhD is an internationally kn.own speaker and professional Math Courses BIO|OC]V courses
!‘:gj e e LR R Linear Algebra for Biologists Protein Basics for Non-Biologists Stimulate collaborative research in the areas of
Topological Data Analysis Basic Microbiology for Non-Biologists biosensing, and computational & systems biology
Program Objectives Nucleic Acids For Non Life Scientists
Provide assessments & experiences to expand career path Biosensing Courses - -
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Electrochemical Sensors Ethics of Big Data Science Communication Training
cReE Signal and Noise in Biosensors STEM Communication . .
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Sequencing Courses
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Analysis of Sequencing Data research at a GAUSSI meeting ymp
Collaborate with industrial partners to mentor and promote career planning Next Generation Sequencing Platforms

Support transition from graduate school 5 minutes of science Elevator speech training

Amanda Koch was one
of the many GAUSSI
students selected for
the 3-minute challenge
by CSU's Vice
President of Research
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. . . : ) . - - B RS B R RN A GAUSSI members Hailey Sedam, Zach Fox, and Adam Heck teach
Biomedical cngineer Jasmine NeJad and |\/|ICI'ObIO|OgIStS Amy Fox and Marcela Henao- : i ethered Facto computational middle school studen}[/s the principles of analyzing Big Data
electrical engineer William Tedjo use Tamayo and Epidemiologist Brooke Anderson DDl A analysis
electrochemical sensing to image designed an automated data analysis pipeline
catecholamine release in adrenal slices to process large flow cytometry data A dViS()ry BOar d

Tina Larson Chief Operating Officer at Recursion Pharmaceuticals

Awards and Fellowships

Larry Hunter Director. Center for Computational Pharmacology
Computational Bioscience at CU Denver

Funded by NSF-NRT Award 1450032

Chateaubriand Fellowship in Science, Technology, Engineering, Math and Health awarded to Jessica Warren
CSU Vice President for Research Fellowship awarded to Zach Fox & Heather Deel _
NIJ Graduate Research Fellowship in Science, Technology, Engineering, and Mathematics awarded to Heather Deel & Aeriel Belk Contact:

NIH NIGMS T32 Predoctoral Training Grant in Quantitative Cell and Molecular Biology awardedto C Wilusz, L. Argueso, A. Ben Hur & J. Peccoud chen@engr.colostate.edu
NIH Ruth L. Kirschstein National Research Service Award - Individual Predoctoral Fellowship awarded to Reyes Murrieta CW“USZ@COIOState-edU
NSF Graduate Research Fellowship awarded to Adam Heck & Bridget Eklund asa@cs.colostate.edu
Thomas A. Jones Graduate Fellowship awarded to Daniel Jonas

Corey O’Hern Associate Professor, Graduate Program in
Computational Biology & Bioinformatics at Yale

Victor Saucedo Senior Engineer, Genentech
Marie Vans Senior Research Scientist at Hewlett-Packard

John Wuu Fellow, AMD




